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FIGURE 1 

GAAP: 5'-GCGATAGGTACCGCCATGGGAGTGAGGCACCCGCCCTGCTCCC-3' 
GAAR: 5*-GCGATACTCGAGTCAACACCAGCTGACGAGAAACTGCTCTCCC-3' 
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FIGURE 2 
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FIGURES 

atgaaagggtccctcctgctgctgctggtgtcaaacctgctcctgtgccagagcgggtcc 

MKGSLLLLLVSNLLLCQSGS 
ggagccggggcccacatcctactccatgatttcctgctggttccccgagagctgagtggc 

GAGAHILLHDFLLVPRELSG 
tcctccccagtcctggaggagactcacccagctcaccagcagggagccagcagaccaggg 

SSPVLEETHPAHQQGASRPG 
ccccgggatgcccaggcacaccccggccgtcccagagcagtgcccacacagtgcgacgtc 

PRDAQAHPGRPRAVPTQCDV 
ccccccaacagccgcttcgattgcgcccctgacaaggccatcacccaggaacagtgcgag 

PPNSRFDCA PDK AITQEQCE 
gcccgcggctgctgctacatccctgcaaagcaggggctgcagggagcccagatggggcag 

ARGCCYIPAKQGLQGAQMGQ 
ccctggtgcttcttcccacccagctaccccagctacaagctggagaacctgagctcctct 

PWCFFPPSYPSYKLENLSSS 
gaaatgggctacacggccaccctgacccgtaccacccccaccttcttccccaaggacatc 

EMGYTA TLTRTTPTFFPKDI 
ctgaccctgcggctggacgtgatgatggagactgagaaccgcctccacttcacgatcaaa 

LTLRLDVMMETENRLHFTIK 
gatccagctaacaggcgctacgaggtgcccttggagaccccgcgtgtccaqagccgggca 

DPANRRYEVPLETPRVHSRA 
ccgtccccactctacagcgtggagttctccgaggagcccttcggggtgatcgtgcaccgg 

PSPLYSVEFSEEPFGVIVHR 
cagctggacggccgcgtgctgctgaacacgacggtggcgcccctgttctttgcggaccag 

QLDGRVLLNTTVAPLFFADQ 
ttccttcagctgtccacctcgctgccctcgcagtatatcacaggcctcgccgagcacctc 

FLQLSTSLPSQYITGLAEHL 
agtcccctgatgctcagcaccagctggaccaggatcaccctgtggaaccgggaccttgcg 

SPLMLSTSWTRIT LWNRDLA 
cccacgcccggtgcgaacctctacgggtctcaccctttctacctggcgctggaggacggc 

PTPGANLYGSHPFYLALEDG 
gggtcggcacacggggtgttcctgctaaacagcaatgccatggatgtggtcctgcagccg 

GSAHGVFLLNSNAMDVVLQP 
agccctgcccttagctggaggtcgacaggtgggatcctggatgtctacatcttcctgggc 

SPALSWRSTGGILDVYIFLG 
ccagagcccaagagcgtggtgcagcagtacctggacgttgtgggatacccgttcatgccg 

PEPKSVVQQYLDVVGYPFMP 
ccatactggggcctgggcttccacctgtgccgctggggctactcctccaccgctatcacc 

PYWGLGFHLCRWGYSSTAIT 
cgccaggtggtggagaacatgaccagggcccacttccccctggacgtccaatggaacgac 

RQVVENMTRAHFPLDVQWND 
ctggactacatggactcccggagggacttcacgttcaacaaggatggcttccgggacttc 

LDYMDSRRDFTFNKDGFRDF 
ccggccatggtgcaggagctgcaccagggcggccggcgctacatgatgatcgtggatcct 

PAMVQELHQGGRRYMMIVDP 
gccatcagcagctcgggccctgccgggagctacaggccctacgacgagggtctgcggagg 

AISSSGPAGSYRPYDEGLRR 
ggggttttcatcaccaacgagaccggccagccgctgattgggaaggtatggcccgggtcc 

GVFITNETGQPLIGKVWPGS 
actgccttccccgacttcaccaaccccacagccctggcctggtgggaggacatggtggct 
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TAFPDFTNPTALAWWEDMVA 
gagttccatgaccaggtgcccttcgacggcttgtggattgacatgaacgagccttccaac 

EFHDQVPFDGLWIDMNEPSN 
ttcatcagaggctctgaggacggctgccccaacaatgagctggagaacccaccctacgtg 

FIRGSE DGCPNNELENPPYV 
cctggggtggttggggggaccctccaggcggccaccatctgtgcctccagccaccagttt 

PGVVGGTLQAATICASSHQF 
ctctccacacactacaacctgcacaacctctacggcctgaccgaacccatcgcctcccac 

LSTHYNLHNLYGLTEPIASH 
agggcgctggtgaaggctcgggggacacgcccatttgtgatctcccgctcgacctttgct 

RALVKARGTRPFVISRSTFA 
ggccacggccgatacgccggccactggacgggggacgtgtggagctcctgggagcagctc 

GHGRYAGHWTGDVWSSWEQL 
gcctcctccgtgccagaaatcctgcagtttaacctgctgggggtgcctctggtcggggcc 

ASSVPE ILQFNLLGVPLVGA 
gacgtctgcggcttcctgggcaacacctcagaggagctgtgtgtgcgctggacccagctg 

DVCGFLGNTSEELCVRWTQL 
ggggccttctaccccttcatgcggaaccacaacagcctgctcagtctgccccaggagccg 

GAFYPFMRNHNSLLSLPQEP 
tacagcttcagcgagccggcccagcaggccatgaggaaggccctcaccctgcgctacgca 

YSFSEPAQQAMRKALTLRYA 
ctcctcccccacctctacacactgttccaccaggcccacgtcgcgggggagaccgtggcc 

LLPHLYTLFHQAHVAGETVA 
cggcccctcttcctggagttccccaaggactctagcacctggactgtggaccaccagctc 

R PLFLEFPKDSSTWTVDHQL 
ctgtggggggaggccctgctcatcaccccagtgctccaggccgggaaggccgaagtgact 

L WGEALLITPVLQAGKAEVT 
ggctacttccccttgggcacatggtacgacctgcagacggtgccaatagaggcccttggc 

GYFPLGTWYDLQTVPIEALG 
agcctcccacccccacctgcagctccccgtgagccagccatccacagcgaggggcagtgg 

SLPPPPAAPREPAIHSEGQW 
gtgacgctgccggcccccctggacaccatcaacgtccacctccgggctgggtacatcatc 

VTL PAPL DT I NVHLRA GY I I 
cccctgcagggccctggcctcacaaccacagagtcccgccagcagcccatggccctggct 

PLQGPGLTTTESRQQPMALA 
gtggccctaaccaagggtggagaggcccgaggggagctgttctgggacgatggagagagc 

VALTKGGEARGELFWDDGES 
ctggaagtgctggagcgaggggcctacacacaggtcatcttcctggccaggaataacacg 

LEVLERGAYTQVIFLARNNT 
atcgtgaatgagctggtacgtgtgaccagtgagggagctggcctgcagctgcagaaggtg 

IVNELVRVTSEGAGLQLQKV 
actgtcctgggcgtggccacggcgccccagcaggtcctctccaacggtgtccctgtctcc 

TVLGVATAPQQVLSNGVPVS 
aacttcacctacagccccgacaccaaggtcctggacatctgtgtctcgctgttgatggga 

NFTYSPDTKVLDICVSLLMG 

gagcagtttctcgtcagctggtgttga 
EQFLVSWC- 



wo 2005/077093 



PCT/US2005/004345 



5/8 

FIGURE 4 
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FIGURES 

FACE profiles for GAA from G715 and DUXBl 1 
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07P 19% of total oligosaccharide profile 



OTP 6.7% of total oligosaccharide profile 
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FIGURE 6 




G71 GAA BSA 
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FIGURE 7 



Kuptake for DUX rhGAA = 2.95 nM, Kuptake for G71 rhGAA = 1-31 nWI 
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